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Figure 5. Evolution of mycorrhizal symbiosis inferred from 49 fungal genomes.
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» The symbiosis development between ECM fungi and host-plant
development and immunity requires lineage-specific genes encoding small
secreted effector proteins (SSEPs). Of induced genes, 7-38% are orphan
genes, including genes that code for SSEPs.
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«Convergent evolution of mycorrhizal habit in fungi occurred via the repeated evolution of a “symbiosis toolkit”, with reduced
numbers of plant cell-wall degrading enzymes and lineage-specific suites of mycorrhiza-induced genes.
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