A LuxR Homolog in a Cottonwood Tree Endophyte That Activates
Gene Expression in Response to a Plant Signal or Specific Peptides
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and peptidases are part of the PipR-signaling system

Significance

 Provides a model integrating how the pipR-linked transporter and peptidases contribute to the GM79 PipR-signaling circuit

+ |dentification of a peptide ligand for GM79 PipR sets the stage to identify plant-derived signals for the PipR family of orphan
LuxR receptors, which are present in dozens of bacterial species associated with economically important plants
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